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Plurality: 10.00 
Threshold: 4 
AveWeightl.OO 
AveMatch 2.91 

AvMisMatch -2.00 seq id no: 

Amino acidrl 50 

est.msf {est-whel} WK HLVIVQFKED VTPERLDGLI RGYAGLV. . . DKVPSMKAFH 7 

est.msf {est-whe2} — — — VVK HLVIVQFKED VTPERLDGLI RGYAGLV... DKVPSMKAFH 8 

est.msf {est-whe3} — WK HLVIVQFKED VTPERLEGLI RGYAGLV... DKVPSMKAFH 9 

est.msf {est-mal} — WK HILLASFKEE VTQERLDELI RGYAALV. . . GWPSMKAFH 10 

est.msf {est-ril} WK HILLARFKED VAPERLDQLI RGYAGLV... DLVPSMKAFH 11 

est .msf {est-whe4} ™^WK HLVLARFKEE AT PEALDXLI RRYAGLV. . . DAVPSMKAFH 12 

est.msf {estl} -MEEAKGPVK HVLLASFKDG VSPEKIEELI KGYANLV. . . NLIEPMKAFH 13 

est .msf { est -at 3 } — ------ ------ — . . — — 14 

est.msf {est-sol} — WK HVLLAKFKDD VT PERT EEL I KDYANLV. . . NLIPPMKSFH 15 

est .msf {est-tol} — WK HILLAKFKDG IPPEQIDQLI KQYANLV. . . NLVEPMKAFQ 16 

est.msf {est-so2} — HVLLPKLKDY FTPERIE*LM VDYANLV. . . NLMPRMKSFH 17 

est.msf {Bsppl} MATRTPKLVK HTLATRFKDE ITREQIDNYI NDYTNLL. . . DLIPSMKSFN 18 

est.msf {est-whe5} — K HLCLVRFKEG VWEDIXXXI EELTKLAAEL DTV. . .KFFG 19 

est.msf iest-whe6> — K HLCLVRFKEG VWEDIXXXI EELTKLAAEL DTV. . .KFFG 20 

est.msf {est-whe7} — K HLCMAKFKEG VWEDIXXXI QELTKLAAEL DTV. . .KYFG 21 

est.msf {est-ri2} VK HLCLVKFKEE VLXXXVDDIL QGMTKLVSEM DMV. . .KSFE 22 

est .msf {est-SOrl} -RRPTMGEVK HLCLVKFKEG W . . . VEDVL KGMTDLVAGM DMVXXXKSFE 23 

est.msf {est-ma2> — ———— — — -E STFESTEGIK EYIEHPAHVE 24 

est.msf {est~to2> K HLVLVKFKED VWEDILKEL EKLVQEMDIV XXX. . .KSFV 25 

est.msf {est-pol} — — — LLVKFKQD WEEDVLKQI EQLVNEIDLI XXX. . .KSFV 26 

est.msf {est-so3) — — HYVIVKFKDG VAXXXVDDLI QGLEKMVFGI DHV. . .KSFE 27 

est.msf {est-So5> — HYVIVKFKDG VAXXXVDELI QGLEKMVSGI DHV... KSFE 28 

est .msf {est-so4} K HFVIVKFKEG VAXXXVDELT KGMEKLVTEI GAV...KSFE 29 

est.msf {est-so7} ~~ — — LVSEI HAV...KSFE 30 

est.msf {est2} MATSGFK HLVWKFKED T...KVDEIL KGLENLVSQI DTV... KSFE 31 

est.msf {est-So6} KTVE HIVLFKVKEE TEPSKVSDMV NGLGSLVSLD PVLHXLSV. . 32 

Consensus VK HLVLVKFKE- V-PE— D-LI -GYA-LV D-V — MKSF- 33 

51 100 

est.msf {est-whel) WGTDVSIENX X . MHQGFTHV FESTFESTEG VKEYVYHPAH VEFATDF.LG 

est.msf {est-whe2} WGTDVSIENX X . MHQGFTHV FESTFESTEG VKEYVYHPAH VEFATDF.LG 

est.msf {est-whe3} WGTDVSIENX X. MHQGFTHV FESTFESTEG VKEYVYHPAH VEFATDF.LG 

est.msf {est-mal} WGTDVSIENX X. MHQGFTHV FESTFESTEG IKEYIEHPAH VEFAK- 

est.msf {est-ril} WGTDVSIENX X. MHQGFTHV FESTFESTEG VKEYIEHPAH VEFANEF. LP 

est .msf {est-whe4} WGTDVTVXXL D.THEGFTHV FESTFESAEG VKEYIAHPSH VEFVDEF. LA 

est.msf (estl) WGKDVSIEN. - . LHQGYTHI FESTFESKEA VAEYIAHPAH VEFATIF.LG 

est.msf {est-at3} ~ LHOGYTHI LESTFESKEA VAEYIAHPAH VEFATIF.LG 

est.msf (est-sol) WGKDVSAENX X. LHQGFTHV FESTFESPEG VAEYVAHPAH VEYANLF.LS 

est.msf {est-tol} WGKDVSIENX X. LHQGFTHV FESTFDSLEG VAEYIAHPVH VEYANTL. LP 

est .msf iest-So2} SGRDVSAEYL H.LXXGCTHV YESTFDSP*G VAEYVAHAAH VEYANQD.LS 

est.msf {Bsppl} WGTDLGMESA E.LNRGYTHA FESTFESKSG LQEYLDSAAL AAFAEGF. LP 

est.msf {est-whe5} WGKDVLNQE. AXLTQGFTHV FSMSFASAED LAAYMGHEKH SAFAATF.MA 

est.msf {est-whe6} WGKDVLNQE . AXLTQGFTHV FSMSFASAED LAACMGHEKH SAFAATF.MA 

est.msf {est-whe7} WGKDVLNQE. AXLTQGFTHV FVMTFASAED LAACMGHEKH TAFAATF. MA 

est.msf {est-ri2} WGKDVXLNQ. EMLTQGFTHV FSLTFASSED LTTYMSHERH QEFAGTF.MA 

est.msf {est-sorl} WGQDVXLNQ. EMLTQGFTHV FSLTFAFADD LATYMGHDRH AAFAATF. MA 

est.msf {est-ma2} FAKXL. .NQ. EMLTQGFTHV FS LT FAT AA D LAAYMAHDSH TAFAATF. MA 

est.msf {est-to2} WGKDVXXESH EMLRQGFTHA IIMTFNSKED YQTFANHPNH VGFSATF. AT 

est.msf {est-pol} WGKDTXXESN EMVTQGYTHA MIMTFNSKED YEACWKEVX XEFSAIF.VT 

est.msf {est-so3} WGKDIXXESH DMLRQGFTHA FLMTFNGKEE FNAFQTHPNH LEFSGVF.SP 

est.msf {est-S05} WGKDIXXESH DMLRQGFTHV FLMAFNGKEE FNAFQTHPNH LEFTGVF.SP 

est.msf {est-S04} WGQDIXXESL DVLRQGFTHA FLMTFNKKED FVAFQSHPNH VEFSTKF.SA 

est.msf {eSt-S07} WGQDIXXESL DVLRQGFTHA FLMTFNKKRR L ' ~ 

est.msf {est2} WGED..KESH DMLRQGFTHA FSMTFENKDG YVAFTSHPLH VEFSAAF.TA 
est.msf {est-So6> . .GPLLRNRS SALTXXFTHM LHSRYKSKED LEAYSAHPSH VSVVKGYVLP 

Consensus WGKDV — E — — LHQGFTHV FESTFESKEG VAEY — HPAH VEFA — F-L- 

Fig. 12 
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